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Abstract: DNA barcoding was applied for identification of invertebrate macrozoobenthos at Taihu Lake basin and the results were
compared with those obtained from morphological classification. The results demonstrated that DNA barcoding could be applied to
classify invertebrate macrozoobenthos at the basin, but at this stage could not replace morphological classification. The main reason
was that there were unknown COI characteristic gene sequences for most of the invertebrate macrozoobenthos species or that the de-
gree of classification was not enough for BLAST. It was proposed to explore and establish the gene data bank for invertebrate macro-
zoobenthos at Taihu Lake basin in future studies.
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